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Under neem tree, weeds namely Sida acuta, Malvastrum coromendelianum,
Ruellaprostrata, Commelina benghalensis, Abuitlon indicum, Hibiscus micranthus,
Aervalanata, Acalypha indica, Leucas aspera, Physalis minima, Tribulus terestries and
Mellingtonis hortensis (tree seedlings aged 2 years) are observed in Agricultural College
and Research Institute, Madurai. Among these weeds, the severe infection of vein clearing
is found in more number of plants of Malvastrum coromandelianum and Sida acuta. This
Malvastrum being already reported with a specific virus (Malvastrum Yellow vein virus)
reported in China. Sida acuta is highly susceptible for vein clearing and also leaf curl virus
of tomato which was reported earlier. This infection is observed during October month in
these volunteer plants continuously for the two years (2019 & 2020). The population of the
vector whitefly is also observed in the Malvastrum coromandelianum and Sida acuta, this
may facilitate for the transmission of the virus and Eventhough, with vector population,
these species alone being observed with infection with this specific virus remaining weeds
are not infected hence this may be host specific. Hence Malvastrum coromandelianum is
documented as highly susceptible to this specific virus and needs research on infecting to
the crops.

Introduction

(tree seedlings aged 2 years) are observed in
Agricultural College and Research Institute,

Weeds are reported to be the major carrier of
virus over seasons and this has to be under
surveillance for the transmission of the
disease especially virus disease and this also
the host for the vector also. Under neem tree,
weeds namely Sida acuta, Malvastrum
coromandelianum, Ruellaprostrata,
Commelina benghalensis, Abuitlon indicum,
Hibiscus micranthus, Aervalanata, Acalypha
indica, Leucas aspera, Physalis minima,
Tribulus terestries and Mellingtonis hortensis

Madurai. Among these weeds, the severe
infection of vein clearing is found only in
Malvastrum coromandelianum; the molecular
data show that virus isolate Y47 is a distinct
begomovirus species, for which the name
Malvastrum yellow vein virus is proposed
(Zhou Xueping et al., 2003)

Earlier reports showed that in Nigeria S. acuta
and S. rhombifolia were able to be inoculated
with Okra mosaic virus which belongs to the
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Tymoviridae family. In U.S.A, Sida golden
mosaic Honduras virus (SiGMHV) (GenBank
Accession No. Y11097 and Y11098), the
second is the Sida yellow vein virus (SiYVV)
(Accession No. Y11099 and Y11100)
(Frischmuth et al., 1997) and the DNA-B has
the Genbank Accession No. AJ250731 (Hfer
et al., 1997) was documented. Recently, two
DNA-A have been reported from Brazil from
Sida spp. (Genbank Acc. No. AY090555 and
AY090558) (Fauquet et al., 2003).Concluded
that Sidaacuta are new hosts of Tomato
yellow leaf curl Tanzania virus. An extensive
search for yet undiscovered weed hosts is
advocated, while the practice of farm
sanitation is encouraged to eliminate
reservoirs of the virus and vector (Kashina et
al., 2003).

Materials and Methods

During a surveillance made continuously for
two consecutive years (2019 and 2020), the
weed Malvastrum coromendalianum and
Sidaacuta is reported with severe infection of
vein clearing virus and the other weeds
nearby is not infected by this virus even with
the vector; whitefly population and this is
documented here for further research and to
have a check on this weed in vegetable
growing areas. Interestingly this virus may
also be host specific as most of the other
counterpart weeds expressed resistance to this
virus and was documented earlier as
Malvastrum yellow vein virus in china
(ZHOU Xueping et al., 2003).This occurrence
is more in Tamil Nadu, Madurai.

Results and Discussion

Under neem tree, weeds namely Sida acuta,
Malvastrum coromandelianum, Ruella
prostrata, Commelina benghalensis, Abuitlon
indicum, Hibiscus micranthus, Aervalanata,
Acalypha indica and Mellingtonis hortensis

(tree seedlings aged 2 years) are observed in
Agricultural College and Research Institute,
Madurai. Among these weeds, the severe
infection of vein clearing is found only in
Malvastrum coromandelianum, Sidaacuta
weed. Virus isolate Y47 was obtained from
Malvastrum  coromandelianum  showing
yellow vein symptom in Honghe, Yunnan
Province. The complete nucleotide sequence
of DNA-A was determined, it contains 2731
nucleotides,  having  typical  genomic
organization of a begomovirus, encoding 6
ORFs with 2 ORFs [AV1(CP) and AV2] in
virion sense DNA and 4 ORFs (AC1 - AC4)
in complementary sense DNA. Comparisons
show that the total DNA-A of Y47 has the
highest sequence identity (77%) with that of
Okra vyellow vein mosaic virus-[201]
(AJ002451), while less than 76% identities
are found when compared with other
begomoviruses. The molecular data show that
virus isolate Y47 is a distinct begomovirus
species, for which the name Malvastrum
yellow vein virus is proposed. Satellite DNA
molecule (Y47p) was found to be associated
with Y47 using the primers (beta0l and
beta02) specific for DNAB. Y47 consists of
1348 nucleotides, with a functional ORF (C1)
in complementary-sense DNA. Y47p has
62%-67% sequence identity with DNAP
molecule associated with Cotton leaf curl
Multan virus or Cotton leaf curl Rajasthan
virus, while lower than 46% sequence
identities are found when compared with
other reported DNAP molecules. Relationship
dendrograms show that DNAP molecules are
co-evolved with their help begomoviruses
(ZHOU Xueping et al., 2003). Further, it was
confirmed that Sida acuta are highly
susceptible for vein clearing and also leaf curl
virus of tomato which was reported earlier
(Kashina et al.,, 2003). This infection is
observed during October month in these
volunteer plants continuously for the two
years (2019 & 2020).
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Fig.1 Vein clearing in Sida acuta

The population of the vector whitefly is also
observed in the infected plant, this may
facilitate for the transmission of the virus and
Even though, with vector population, this
Malvastrum  coromandelianum  (already
reported as Malvastrum Yellow vein virus)
and Sidaacuta is alone being observed with
virus remaining weeds are not infected hence
this may even host specific. Hence
Malvastrum coromendalianum is documented
as highly susceptible to this specific virus.
The infected plants are with flowers and
expressed with mild to severe symptoms.
Hence in the vegetable growing areas, this
weed might be under check and spread may
be controlled if it transfers to crops. Recently,
Subhashree Desikan, 2020 fromNational
Centre of Biological Sciences (NCBS-TIFR),
Bengaluru, has also discovered the virus

called Synedrella Yellow Vein Clearing Virus
and the virus was isolated by the researchers
from a plant named Synedrella nodiflora, and
it was able to infect tobacco and tomato plant
in their studies. This virus is a representative
of the Begomovirus family of viruses.
“Begomoviruses are a large family with about
400 members and cause economic loss.
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